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Table 1. In vitro activity of KBP-7072 against 1,057 geographically diverse bacterial clinical isolates from 2019 Table 2. Activity of KBP-7072 and tetracycline-class comparators

Introduction ____ Resuts

: : : No. and cumulative % of isolates inhibited at MIC (mg/L) of: against recent clinical isolates
- KBP-7072 is a novel third generation aminomethylcycline antibacterial in development - Based on MIC,, values, KBP-7072 (MIC,,, 0.12 mg/L) was the most active agent Organism/organism group (no. of isolates) <0015 003 006 012 025 05 1 2 4 8 16 39 >a  Mic,, MIC, Antimicrobial agent mall CLSI EUCAST
for the treatment of acute bacterial skin and skin structure infection (ABSSSI), tested against Staphylococcus aureus (97.1% inhibited at <0.12 mg/L), including 0 17 75 9 5 1 (No of isolates) MIC_ MIC MIC range %S %R %S %R
community-acquired bacterial pneumonia (CABP), and complicated intra-abdominal MRSA (94.2% inhibited at <0.12 mg/L) isolates (Tables 1-2 and Figure 1). Staphylococcus aureus (104) 0.0 16.3 88 5 97 1 990  100.0 0.06 0.12 Staphylococcus aureus (104) 50 90 d ° 2 o 2
infection (clAl). - KBP-7072 was active against MRSA isolates exhibiting resistance to other o 0 10 36 3 > 1 (BP.7075 006 0419  003_05
« KBP-7072 has completed phase | development. tetracycline class agents, including doxycycline, minocycline, omadacycline, Methicillin-resistant (52) 0.0 192 885 942 981 1000 0.06  0.12 Doxycycline 0.1 1 0.03 8 96.9 00 933 48
» KBP-7072 has demonstrated potent in vitro activity against many of the World Health tetracycline, and tigecycline. | Staphylococcus lugdunensis (20) 9 11 003  0.03 Minocycline 006 025 003 — 16 06.2 19 052 4.8
Organization-priority pathogens, including methicillin-resistant Staphylococcus aureus, - The corresponding CLSI/EUCAST resistance rates were 0.0%/9.6% doxycycline, 45.0 100.0 ' ' | 97 1bc 929
penicillin-non-susceptible Streptococcus pneumoniae, ampicillin-resistant Haemophilus 3.8%/9.6% minocycline, 5.8%/- omadacycline, 19.2%/21.2% tetracycline, and -/1.9% | | 0 7 6 3 4 2 Omadacycline 012 0.25 0.06 -4 97 1de 29
: - : : - - - : Other Coagulase-negative staphylococci (22) 0.06 0.25
influenzae, vancomycin-resistant Enterococcus faecalis, carbapenem-resistant tigecycline, respectively (data not shown). J J PhYy 0.0 31.8 991 727 909 100.0 | | Tetracycline 025 16 0.12 — 64 86.5 1.5 85.6 135
Enterobacteriaceae, and carbapenem-resistant Acinetobacter baumannii. « All S. lugdunensis isolates were inhibited by <0.03 mg/L of KBP-7072 (Table 1). Enterococcus faecalis (51) 0 33 13 003 006 Tigecycline 0.12 0.25 0.03 — 1 99.0 ¢ 99.0 1.0
* The in vitro activity of KBP-7072 and tetracycline comparator agents against 1,057 + KBP-7072 (MIC,,,,, 0.03/0.06 mg/L) was active against Enterococcus faecalis isolates 0.0 4.5 100.0 Streptococcus pneumoniae (127)
Gram-positive gnd Grgm-negatlve clinical |sol_at_es Co_llected fr_om patients in m_edlcal (Table 1) were resistant (CLSI) to doxycycline, minocycline and tetracycline was 5.9%, Enterococcus faecium (50) 12 35 2 1 003 003 KBP-7072 <0.015 0.03 <0.015-=0.06
centers worldwide durlng 2019 (SENTRY Antimicrobial Survelillance Program) IS 31 _4%, and 68.6(%, respectively (data not ShOWﬂ). 24.0 94.0 98.0 100.0 Doxycycline 012 g 003 —-16 70 .9 268 740 236
presented. * All Enterococcus faecium isolates, including vancomycin-nonsusceptible strains, were Vancomycin-nonsusceptible (MIC, 28 mg/L) (24) 3?? 3 91558 gg 3 1010 0 0.03  0.03 Minocycling 0.12 8 0.03 —32 b 740 26.0
inhibited by <0.12 mg/L of KBP-7072 (MIC_....,, 0.03/0.03 mg/L) (Table 1). o - Omadacycline 003 0.6 <0.015-0.12 100.0°¢ 0.0
S - - ST - ' Tetracycline 0.25 64 0.12—-64 2.4 216 724 276
- - All Streptococcus pneumoniae isolates, including 100.0% of penicillin-resistant (R), Streptococcus pneumoniae (127) 7201 992 1000 <0.015 0.03 _ | C
Materlals and MethOds tetracycline-R, and erythromycin-R strains, were inhibited by <0.06 mg/L of KBP-7072 14 10 Tigecycline f 003 003 0015-0.06  100.0
T — . (MIC...., <0.015/0.03 mg/L) (Tables 12 and Figure 2). Penicillin-resistant oral (MIC, 22 mg/L) (24) 583 100.0 0015 008 | e O e, 0osto e
" ocated in 35 countries during 201 as part of the SENTRY Surveillance Program. Al Streptococcus pyogenes and S. agalactiae isolates, including macrolide-resistant ne-res > 23 12 < Doxycycline 2 ®2 05> 676 268
J £t part O | fance Frogram. strains, and S. anginosus group isolates were inhibited by <0.06 mg/L of KBP-7072 Tetracycline-resistant (MIC, 24 mg/l.) (35) 65.7  100.0 =0.015 0.03 P ' | |
- |solates were collected from patients with skin and skin structure infection (55.7%), (Table 1). 37 15 Minocycline 2 16 0.25 to >32 9.0 149
iai ital] | y ity- | ' in-resi > <0. _ Omadacycline 2 16 0.5 to >32
pneumonia in Igo§p|tallze_d patients (26.6 %), anq Com_munlty acquired _resplratory tract . KBP-7072 (MIC,. .., 0.25/2 mg/L; 90.2% inhibited at <2 mg/L) and tigecycline (93.4% Erythromycin-resistant (MIC ,=21 mg/L) (55) 673 100.0 0.015 0.03 y
infection (17.7%); only 1 isolate per patient per infection episode was included. . . . . Tetracycline 2 >64 0.5 to >64 64.4 32.4
o R | | | | | susceptible [FDA]) were the most active tetracycline class agents tested against 410 . 0 46 6 T ! 05 5 012 to 8 93 4 ¢ 10
5 :Bactecrllal |deFt|f|C.at|<_)ns:[_wert.e con?rapehci by JMI Lab;)ratottles(téS|nkg m[?trlltx-a'SSIStBed Enterobacterales isolates (Tables 1—2 and Figure 3). Streptococcus agalactiae (52) 00 885  100.0 0.03 0.06 . ;?neectygz |2§ter S calco.aceﬁcus Spede.s co(:n ex (22 _ _
aser desorption ionization-time of flight mass spectrometry (Bruker Daltonics, Bremen, ) . , -
Germany). 100.0% of ESBL-phenotype Escherichia coli isolates and 92.6% of ESBL-phenotype Macrolide-resistant (erythromycin MIC, 21 mg/L) (22) 00 sea 1000 0.03  0.06 KBP-7072 05 1 0.03 to 1
) Eroth microdilution susceptlblllty testing was performgd ?CCO“"”Q to Clinical and  KBP-7072 inhibited 100.0% of Acinetobacter baumannii isolates (Figure 4), including Streptococcus pyogenes (51) 4 44 3 0.03 0.03 Minocycline 05 8 003 to 16 70 7 9 1
aboratory Standards Institute (CLSI) MO7 (2018) guidelines. . . 0 e 7.8 94.1 100.0 ,
| | | carbapenem-resistant strains, and 95.5% of Stenotrophomonas maltophilia isolates at Omadacycline 2 g 012to 8
* Results were interpreted using CLSI M100 (2021), FDA, and EUCAST breakpoint <1 mg/L (Table 1). Macrolide-resistant (erythromycin MIC, =1 mg/L) (3) 0 5 0.03 Tetracycline 16  >64 1 to >64 409 545
interpretive criteria. These breakpoint criteria were applied are noted in the table g . . e . . . 0.0 100.0 | |
legends. Quality control (QC) strains recommended by CLSI were incorporated into » All Haemophilus influenzae (including ampicillin-resistant strains), H. parainfluenzae, 0 1 1 Tigecycline 2 4 0.12 to 4
J » y y P and Moraxella catarrhalis isolates were inhibited by <0.25, <0.5, and 0.06 mg/L, Other B-hemolytic streptococci (2) 0.06 * Criteria as published by CLSI.
each teStlng event. reSpeCtively (Table 1) 0.0 50.0 100.0 i’ggl'?\%ézﬁsosirl]geakpomts.
. 1 2 5 4 Using CABP breékpoints.
< © reakpoints for on a led for a a ococcus aureus).
Stl’ ep tOCOCCU S angln OSUS group (1 7) 706 1000 _001 5 003 fg?ggrlmzi;;n)ls(;i)?clad;: Chi/%%:%':%elryfr(egﬁcliiigge?éecl)%\?:I:(;rﬁg{elx (32), C. kos.g(ri (()2)1/)__,)Enterobgctg;lclz)gzc)a% spelgies qomple>(< 2(25)0) %chrericpia coli (77), Kle(tz)gi)ella aero-
O 2 65 173 78 35 17 31 7 2 genes , . oxytoca 93), . pneumoniae , Mlorganeilia morganii , Proteus mirabilis , FFrovigencia spp. , dln erratia marcescens .
=nterobacterales (410) 00 05 163 585 776 8.1 902 978 995 100.0 025 2 C Y
. L 0 2 12 6 2 onciusions
Figure 1. In Vitro Activity of KBP-7072 and Tetracycline Comparators Figure 2. In Vitro Activity of KBP-7072 and Tetracycline Comparators P plex (22) 0.0 9.1 636 909 100.0
against 52 MRSA Isolates against 127 Streptococcus pneumoniae Isolates Citrobacter koseri (21) 0 12 / 2 012 025 « KBP-7072 demonstrated potent in vitro activity generally greater than the other
0.0 o571 90.5  100.0 | | tetracycline class agents tested against 1,057 geographically diverse, recent clinical
100 100 Enterobacter cloacae species complex (50) O(.)O 6%?0 914% 9(3_0 . 6(5).0 10% o 025 05 Irsezlizi:\ c?en(rjn Sfr:r;’tna;;nrgg this activity against isolates displaying common tetracycline
90 90 .
Ceftazidime-nonsusceptible (MIC, =8 mg/L) (18) OOO 71748 9 j’ 4 92 4 92 4 02) 0 0.25 0.5  KBP-7072 was among the most potent tetracycline class agents tested against
_ 80 80 ' ' ' ' ' ' World Health Organization-priority pathogens, including methicillin-resistant S.
2 70 S 70 Escherichia coli (77) 0 2 40 20 12 2 1 012 05 aureus, penicillin-nonsusceptible S. pneumoniae, ampicillin-resistant H. influenzae,
g 5 0.0 2.6 54.5 80.5 96.1 98.7 100.0 vancomycin-resistant E. faecalis, carbapenem-resistant Enterobacteriaceae, and
€ 60 £ 60 ESBL-phenotype (26) 0 6 / 10 2 1 1 025 1 carbapenem-resistant A. baumannii.
Z 50 —o- gify(f%ﬁ e T; 50 —o— gBP-707|2 0.0 2%'1 510éo 8525 963'2 O(())'O 1 » Overall, KBP-7072 demonstrated potent in vitro activity against recent clinical
= — oxycycline : : : : : :
= 40 —e— Minocycline 5 40 —e— Minocycline Klebsiella aerogenes (21) 0.0 857 905 952 952 1000 0.25 0.5 |sollates commonly assomateQ with A.\B.SSSI and CABP infections. | |
= Omadacycline = Omadacvcline * This study supports the continued clinical development of KBP-7072 in serious
3 30 , S 30 y . 0 / 39 3 1 3 . . . . . . .
—e— Tetracycline S —e— Tetracycline Klebsiella oxytoca (53) 00 132 868 925 943  100.0 0.25 0.5 infections, including those caused by drug-resistant organisms and organism
20 Tigecycline 20 Tigecycline ' | | | ' | groups.
. . 0 4 44 14 10 5 3
10 0 Kiebsiella pneumoniae (80) 00 50 600 775 900 962 100.0 025 1
0 | 0 ¢ ESBL-phenotype (27) 0 I 8 0 2 2 0.5 2
0015 003 006 012 025 0.5 1 2 4 0.008 0.015 003 006 012 025 0.5 1 2 4 8 0.0 33.3 63.0 35.2 92.6 100.0 | A k I d t
MIC (pgiL) MIC (pg/L § 0 6 9 4 0 1
Hom Morganella morganii (20) 00 300 750 950 950 100.0 1 2 Crhowiedgements
: . - . . . . .- . . s 0 1 1 14 S 1 ' '
Figure 3. In Vitro Activity of KBP-7072 and Tetracycline Comparators  Figure 4. In Vitro Activity of KBP-7072 and Tetracycline Comparators Proteus mirabilis (22) 00 45 94 797 955  100.0 4 8 This study was performed by JMI Laboratories and supported by KBP
: : . iy Biosciences Co., Ltd., which included funding for services related to preparing
against 410 Enterobacterales Isolates against 22 Acinetobacter baumannii lsolates o 0 2 5 3 11 1 A
Providencia spp. (22) 00 9 1 318 455 955 1000 4 4 tnis poster.
100
199 Serratia marcescens (22) OOO 81188 953 5 950 5 95? 5 9§ 5 1 010 0 0.5 1
) 0| | o e 0 3 T References
80 80| | o I\D/l?r’]‘g’ccy;',':ee Acinetobacter baumannii-calcoaceticus species complex (22) 4, 136 365 4 409 455 797 1000 0.5 1
— _ | ycli . . . . . . . .
s 10 S 70 Omadacycine Carbapenem (meropenem)-resistant (MIC, 28) (13) 0 1 6 6 05 1 CLSI. Methods for dilution antimicrobial susceptibility tests for bacteria that grow
% 60 2 50 ~ Legt;accyyccf::,nee - 0.0 7(')7 531'8 108'0 1 . . . ) 1 | aerobically. 11" ed. CLSI standard MO7. Wayne, PA: Clinical and Laboratory
i 50 % 5 Pseudomonas aeruginosa (22) 00 45 45 9.1 318 818 955 955  100.0 8 16 Standards Institute; 2018.
s o . . . . st o
S 40 —e— KBP-7072 £ 40 Stenotronhomonas maltophilia (22 0 4 14 3 0 0 1 05 : CLSI. Performance standards for antimicrobial susceptibility testing. 31 ed.
E . Doxycycline = P philia {22) 0.0 182 818 955 95 PS5 1000 CLSI supplement M100. Clinical and Laboratory Standards Institute; 2021.
3 —&— Minocycline S 30 _ _ 0 2 41 o)
20 Omadacycline = . Haemophilus influenzae (52) 0.0 3.8 827 100.0 012 0.25 FDA-Recognized Antimicrobial Susceptibility Test Interpretive Criteria. Available
~@~ Tetracyciine 0 1 6 2 at: https://www.fda.gov/Drugs/DevelopmentApprovalProcess/Development
e S . | L
10 L B 10 Ampicillin-resistant (MIC, 24) (9) 0.0 11 778 100.0 012 Resources/ucm575163.htm. Accessed May 4, 2021.
0 . . 0 1 0 9 2 . . .
006 012 02 05 12 4 8 "0015 003 006 012 025 05 1 2 4 8 16 32 Haemophilus parainfluenzae (12) 00 5.3 83 833 1000 0.25 0.5 EUCAST (2021). Breakpoint tables for interpretation of MIC’s and zone
- | - MIC (uglL) | MIC (ug/L) _ 1 2 18 diameters. Version 11.0, January 2021. Available at http://eucast.org/fileadmin
o e S o0 Exchaa ot 7y bl aersguncs 11 K rprocs Ao K Moraxella catarrhalis (21) 48 143 100.0 006 006 1 /src/media/PDRS/EUCAST _files/Breakpoint_tables.v_11.0_Breakpoint_Tables

pneumoniae (80), Morganella morganii (20), Proteus mirabilis (22), Providencia spp. (22), and
Serratia marcescens (22).

@ Greater than the highest concentration tested.

.pdf. Accessed May 2021.




Table 2 Activity of KBP-7072 and tetracycline-class comparators against Gram-positive clinical isolates

Antimicrobial agent mg/L CLSI? EUCAST
(No of isolates) M|C50 M|C90 MIC range %S %R %S %R
Staphylococcus aureus (104)

KBP-7072 0.06 0.12 0.03-0.5

Doxycycline 0.12 1 0.03-38 96.2 0.0 93.3 4.8

Minocycline 0.06 0.25 0.03 - 16 96.2 1.9 95.2 4.8

b,c

Omadacycline 0.12 0.25 0.06 -4 8;1 de gg

Tetracycline 0.25 16 0.12 — 64 86.5 11.5 85.6 13.5

Tigecycline 0.12 0.25 0.03 — 1 99.0° 99.0 1.0
S. aureus (52) methicillin-resistant

KBP-7072 0.06 0.12 0.03-0.5

Doxycycline 0.12 2 0.06 -8 92.3 0.0 86.5 9.6

Minocycline 0.06 0.5 0.03 - 16 92.3 3.8 90.4 9.6

. 042 5.8

Omadacycline 0.12 0.25 0.06 -4 94 9 de 58

Tetracycline 0.25 32 0.12 - 64 /8.8 19.2 76.9 21.2

Tigecycline 0.12 0.25 0.06 -1 98.1°¢ 98.1 1.9
S. lugdunensis (20)

KBP-7072 0.03 0.03 <0.015-0.03

Doxycycline 0.06 0.06 0.015-4 100.0 0.0 95.0 5.0

Minocycline 0.03 0.03 =<0.015-0.12 100.0 0.0 100.0 0.0

Omadacycline 0.06 0.06 <0.015-0.06 100.0°Pc 0.0

Tetracycline 0.12 0.12 <0.03 — 064 95.0 5.0 95.0 5.0

Tigecycline 0.03 0.06 0.015-0.12 100.0 0.0
Other Coagulase-negative staphylococci (22)

KBP-7072 0.06 0.25 0.03-0.5

Doxycycline 0.12 38 0.06 — 16 86.4 9.1 77.3 18.2

Minocycline 0.12 0.5 0.03 — 1 100.0 0.0 95.5 4.5

Omadacycline 0.12 1 0.060 — 1

Tetracycline 0.25 64 0.12 — >64 381.8 18.2 (2.7 22.7

Tigecycline 0.06 0.25 0.03-0.5 100.0 0.0
Enterococcus faecalis (51)

KBP-7072 0.03 0.06 0.03 - 0.06

Doxycycline 8 38 0.12 — 32 45.1 5.9

Minocycline 3 16 0.06 — 16 33.3 31.4

Omadacycline 0.12 0.12 0.06 —0.25 100.0°¢ 0.0

Tetracycline 32 64 0.25 —>64 31.4 68.6

Tigecycline 0.12 0.12 0.06-0.25 100.0¢ 100.0 0.0
Enterococcus faecium (50)

KBP-7072 0.03 0.03 <0.015-0.12

Doxycycline 0.12 3 0.06 — 8 76.0 0.0

Minocycline 0.06 16 0.03-16 70.0 20.0

Omadacycline 0.06 0.12 0.03-0.5

Tetracycline 0.5 >064 0.12 — >64 54.0 46.0

Tigecycline 0.06 0.06 0.03-0.25 100.0 0.0
Enterococcus faecium (24) vancomycin-nonsusceptible (MIC, 28 mg/L)

KBP-7072 0.03 0.03 <0.015-0.12

Doxycycline 0.12 3 0.06 -8 75.0 0.0

Minocycline 0.06 16 0.03-16 66.7 20.8

Omadacycline 0.06 0.12 0.03-0.5

Tetracycline 0.25 >064 0.12 —>64 50.0 50.0

Tigecycline 0.06 0.06 0.03 -0.25 100.0 0.0
Streptococcus pneumoniae (127)

KBP-7072 <0.015 0.03 <0.015-0.06

Doxycycline 0.12 8 0.03 — 16 70.9 26.8 74.0 23.6

Minocycline 0.12 38 0.03 — 32 74.0 26.0

Omadacycline 0.03 0.06 <0.015-0.12 100.0°Pc 0.0

Tetracycline 0.25 64 0.12 - 64 2.4 27.6 2.4 27.6

Tigecycline 0.03 0.03 0.015-0.00 100.0°¢

Antimicrobial agent mg/L CLSI? EUCAST
(No of isolates) M|C50 M|C90 MIC range %S %R %S %R
S. pneumoniae (55) erythromycin-resistant (MIC, 21 mg/L)
KBP-7072 <0.015 0.03 <0.015-0.03
Doxycycline 4 16 0.03 — 16 38.2 58.2 41.8 52.7
Minocycline 4 3 0.03 — 32 41.8 58.2
Omadacycline 0.03 0.06 <0.015-0.12 100.0°Pc 0.0
Tetracycline 32 64 0.12 - 64 40.0 60.0 40.0 60.0
Tigecycline 0.03 0.03 0.015-0.060 100.0°¢
S. pneumoniae (24) penicillin-resistant (MIC, 22 mg/L) oral
KBP-7072 <0.015 0.03 <0.015-0.03
Doxycycline 2 8 0.03 — 16 41.7 58.3 41.7 50.0
Minocycline 4 3 0.03 — 16 41.7 58.3
Omadacycline 0.06 0.06 <0.015-0.12 100.0°Pc 0.0
Tetracycline 16 64 0.12 — 64 41.7 58.3 41.7 58.3
Tigecycline 0.03 0.03 0.015-0.06 100.0°
S. pneumoniae (35) tetracycline-resistant (MIC, 22 mg/L)
KBP-7072 <0.015 0.03 <0.015-0.03
Doxycycline 8 16 0.5-16 0.0 97.1 5.7 85.7
Minocycline 8 16 0.5 — 32 5.7 94.3
Omadacycline 0.06 0.06 0.03-0.12 100.0°c 0.0
Tetracycline 32 64 4 — 64 0.0 100.0 0.0 100.0
Tigecycline 0.03 0.03 0.015-0.06 100.0°
Streptococcus agalactiae (52)
KBP-7072 0.03 0.06 0.03 - 0.06
Doxycycline 8 16 0.12 - 16 19.2 80.8
Minocycline 16 32 0.06 — 32 19.2 80.8
Omadacycline 0.12 0.25 0.060 — 0.25
Tetracycline 32 64 0.25 - 64 19.2 80.8 19.2 80.8
Tigecycline 0.06 0.06 0.03-0.06 100.0°¢ 100.0 0.0
S. agalactiae (22) macrolide-resistant (erythromycin MIC, 21 mg/L)
KBP-7072 0.03 0.06 0.03 - 0.06
Doxycycline 16 16 0.12 - 16 4.5 95.5
Minocycline 16 32 0.06 — 32 4.5 95.5
Omadacycline 0.12 0.25 0.06 — 0.25
Tetracycline 32 64 0.25 — 64 4.5 95.5 4.5 95.5
Tigecycline 0.06 0.06 0.03-0.06 100.0°¢ 100.0 0.0
Streptococcus pyogenes (51)
KBP-7072 0.03 0.03 =<0.015-10.06
Doxycycline 0.12 8 0.06 — 16 30.4 19.6
Minocycline 0.12 38 0.06 — 16 380.4 19.6
Omadacycline 0.06 0.12 0.03-0.25 98.0° 0.0
Tetracycline 0.25 32 0.06 — 64 80.4 19.6 80.4 19.6
Tigecycline 0.03 0.06 0.015-0.12 100.0° 100.0 0.0
Streptococcus anginosus group (17)
KBP-7072 <0.015 0.03 <0.015-0.03
Doxycycline 0.25 3 0.06 — 16
Minocycline 0.06 16 <0.015-16
Omadacycline 0.06 0.12 <0.015-0.12 100.0°Pc 0.0
Tetracycline 0.5 32 0.06 — 64 70.6 23.5
Tigecycline 0.015 0.03 =0.008-0.06 100.0°¢

2 Criteria as published by CLSI.

> Using ABSSSI breakpoints.

° FDA breakpoints.

4 Using CABP breakpoints.

¢ FDA breakpoints for MSSA only (applied for all Staphylococcus aureus).

" Organisms include: Staphylococcus capitis (2), S. epidermidis (11), S. haemolyticus (3), S. hominis (1), S. pettenkoferi (1), S. pseudintermedius/intermedius/

delphini (3), and S. simulans (1).
9 FDA breakpoints applied to all E. faecalis but approved for vancomycin-susceptible isolates only.




